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Box No. II Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet) 



This international search report has not been established in respect of certain claims under Article 17(2)(a) for the following reasons: 

!• [*] Claims Nos.: 19, 24 

because they relate to subject matter not required to be searched by this Authority, namely: 

The inventions as set forth in claims 19 and 24 pertain to methods for treatment 
of the human body by therapy. 



Claims Nos.: 

because they relate to parts of the international application that do not comply with the prescribed requirements to such an 
extent that no meaningful international search can be carried out, specifically: 



Claims Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 

Box No. m Observations where unity of invention is lacking (Continuation of item 3 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 
(See extra sheet.) 



As all required additional search fees were timely paid by the applicant, this international search report covers all searchable 
claims. 

As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite payment of 
any additional fee. 

As only some of the required additional search fees were timely paid by the applicant, this international search report covers 
only those claims for which fees were paid, specifically claims Nos.: 



4 * GD No required additional search fees were timely paid by the applicant Consequently, this international search report is 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 

The parts relating to a peptide containing the amino acid sequence represented 
by SEQ ID NO: 2 or an amino acid sequence derived therefrom by substitution (s) 
of amino acid residue (s) (continued to extra sheet) 

Remark on Protest j he additional search fees were accompanied by the applicant's protest. 

No protest accompanied the payment of additional search fees. 
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Continuation of Box No. Ill of continuation of first sheet (2) 

Since the peptide as set forth in claim 1 is not specified by chemical 
structure and, therefore, seemingly involves a great number of unspecified 
peptides. Based on the descriptions in claims 2, 4 and 5 depending on 
claim 1, it is understood that this peptide involves at least various 
peptides as set forth in claims 2, 4 and 5. Discussion on the various 
peptides as set forth in claims 2, 4 and 5 indicates that there is no 
amino acid sequence serving as a fundamental skeleton common to the peptides 
having the respective amino acid sequences represented by SEQ ID NOS:2 
to 23 as set forth in claim 2, taking the amino acid sequences thereof 
into consideration. Among the peptides as set forth in claims 4 and 5, 
those having amino acid sequences derived from the respective amino acid 
sequences represented by SEQ ID N0S:2 to 23 by substitution (s) of amino 
acid residue (s) at the 4-postion and/or the 6-positions by other amino 
acid residue (s) suffer from changes in the amino acids of the amino acid 
sequences containing the respective amino acid sequences represented 
by SEQ ID NOS : 2 to 23. Thus, there is no amino acid sequence serving 
as a fundamental skeleton common to these peptides and the original 
peptides. Also, there is no amino acid sequence serving as a fundamental 
skeleton common to each other. Although the peptides according to the 
invention are common to each other in being a peptide comprising from 
10 to 25 consecutive amino acids in the human WT1 amino acid sequence 
and binding to HLA-DRB1*0405 to induce helper T cells, unity of invention 
relating to peptides which are chemicals should be judged based on the 
chemical structures of the chemicals, i.e., the amino acid sequences 
of the peptides. Thus, the above common matter cannot be considered 
inherently as imparting unity of invention to the peptides according 
to the present invention. Moreover, the following document 1 reports 
a polypeptide involving its modification having the immunogenic moiety 
of native WT1 or one or more substitutions, deletions, additions and/or 
insertions. According to this report, such a modification suffers from 
no lowering in the ability to react with WTl-specific antiserum and/or 
T cell line or a clone thereof due to the modification and the above 
polypeptide contains 16 or less consecutive amino acid residues occurring 
in native WT1 polypeptide, binds to an MHC class II molecule and thus 
induces a helper T cell response (refer to document 1, pages 1, 2, 123, 
124, etc. ) . Accordingly, being a peptide comprising 10 to 25 consecutive 
amino acids in the amino acid sequence of human WT1 and inducing helper 
T cells as described in the present invention cannot be considered as 
a special technical feature as specified in Patent Cooperation Treaty, 
Rule 13.2. Although document 1 refers nothing about being a peptide 
binding to HLA-DRB1*0405 as described in the present invention, the 
usefulness of the peptide according to the invention resides in being 
capable of inducing helper T cells . Namely, it appears that the usefulness 
does not depend on the subtype of the MHC class II molecule to which 
the peptide binds in the course of the induction. Thus, being a peptide 
binding to HLA-DRB1*0405 as described above cannot be considered as a 
special technical feature based on Patent Cooperation Treaty, Rule 13.2. 

Based on the above findings, it will be discussed how many invention 
groups the present international application has. Concerning a peptide 
having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 2 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) , 
histidine at the 4-position may be substituted by any of at least 6 amino 
acids, i.e., valine, isoleucine, leucine, methionine aspartic acid and 
glutamic acid (continued to the next sheet) 
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as described in claim 5, while aspartic acid at the 6-position may be 
substituted by any of at least 5 amino acids, i.e., serine, threonine, 
glutamine, lysine and aspartic acid as described in claim 5. That is, 
at least 30 (6x5) peptides are involved in total therein. Similarly, 
a peptide having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO:3 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 25 (5x5) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 4 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
30 (5x6) peptides in total . A peptide having an amino acid sequence derived 
from the amino acid sequence represented by SEQ ID NO: 5 by substitution 
of the amino acid residue (s) at the 4-position and/or the 6-positions 
by other amino acid residue (s) involves at least 30 (6x5) peptides in 
total. A peptide having an amino acid sequence derived from the amino 
acid sequence represented by SEQ ID NO: 6 by substitution of the amino 
acid residue (s) at the 4-position and/or the 6-positions by other amino 
acid residue (s) involves at least 30 (6x5) peptides in total. A peptide 
having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 7 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 30 (6x5) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 8 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
30 (6x5) peptides in total . Apeptide having an amino acid sequence derived 
from the amino acid sequence represented by SEQ ID NO: 9 by substitution 
of the amino acid residue (s) at the 4-position and/or the 6-positions 
by other amino acid residue (s) involves at least 36 (6x6) peptides in 
total. A peptide having an amino acid sequence derived from the amino 
acid sequence represented by SEQ ID NO: 10 by substitution of the amino 
acid residue (s) at the 4-position and/or the 6-positions by other amino 
acid residue (s) involves at least 36 (6x6) peptides in total. Apeptide 
having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 11 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 36(6x6) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 12 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
30 (5x6) peptides in total . Apeptide having an amino acid sequence derived 
from the amino acid sequence represented by SEQ ID NO: 13 by substitution 
of the amino acid residue (s) at the 4-position and/or the 6-positions 
by other amino acid residue (s) involves at least 30(5x6) peptides in 
total. A peptide having an amino acid sequence derived from the amino 
acid sequence represented by SEQ ID NO: 14 by substitution of the amino 
acid residue (s) at the 4-position and/or the 6-positions by other amino 
acid residue (s) involves at least 25(5x5) peptides in total. A peptide 
having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 15 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 36(6x6) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 16 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
36(6x6) peptides in total. (continued to the next sheet) 
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A peptide having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 17 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 30(6x5) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 18 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
36 (6x6) peptides in total. A peptide having an amino acid sequence derived 
from the amino acid sequence represented by SEQ ID NO: 19 by substitution 
of the amino acid residue (s) at the 4-position and/or the 6-positions 
by other amino acid residue (s) involves at least 25(5x5) peptides in 
total. A peptide having an amino acid sequence derived from the amino 
acid sequence represented by SEQ ID NO: 20 by substitution of the amino 
acid residue (s) at the 4-position and/or the 6-positions by other amino 
acid residue (s) involves at least 36(6x6) peptides in total. A peptide 
having an amino acid sequence derived from the amino acid sequence 
represented by SEQ ID NO: 21 by substitution of the amino acid residue (s) 
at the 4-position and/or the 6-positions by other amino acid residue (s) 
involves at least 30(6x5) peptides in total. A peptide having an amino 
acid sequence derived from the amino acid sequence represented by SEQ 
ID NO: 22 by substitution of the amino acid residue (s) at the 4-position 
and/or the 6-positions by other amino acid residue (s) involves at least 
36 ( 6x6) peptides in total . Apeptide having an amino acid sequence derived 
from the amino acid sequence represented by SEQ ID NO: 23 by substitution 
of the amino acid residue (s) at the 4-position and/or the 6-positions 
by other amino acid residue (s) involves at least 30(6x5) peptides in 
total . 

Accordingly, the present international application has 22 groups of 
peptides having the respective amino acid sequences represented by SEQ 
ID NOS : 2 to 23 or amino acid sequences derived theref rom.by substitution (s) 
at amino acid residue (s) at the 1-position and/or the 9-position by other 
amino acid residue (s) as set forth in claim 2, and at least 693 
(30+25+30+30+30+30+30+36+36+36+30+30+25+3 6+3 6+30+3 6+25+3 6+30+3 6+30) 
groups of peptides having amino acid sequences derived therefrom by 
substitution (s) at amino acid residue (s) at the 4-position and/or the 
6-position by other amino acid residue (s) . It is to be concluded that 
these groups of peptides do not technically relate so as to form a single 
general inventive concept with the inventions according to claims 7 to 
18 and 20 to 23 relating to the utilization of these groups of peptides 
and the peptides described therein and thus there are at least 715 (22+693) 
groups of inventions constructed thereby. 

Document 1: International Patent Publication 2002-525099 
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at the 1- and/or 9-positions by other amino acid residue (s) in claims 
1, 2, 4, 5, 7 to 18 and 20 to 23. 
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